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Diversity of Neisseria gonorrhoeae strains in the host response
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The differences of individual Neisseria gonorrhoeae strains about host
response were examined. The same genotype, MLST, was set as the same group, and five groups were
proposed as pre-dominant strains in Japan. | confirmed the differences between the groups. When the
growth patterns of the strains were examined under some liquid culture conditions, the strains
belonging to the MLST7359 showed a different pattern from the strains belonging to other lineage
under the condition using BHI medium. The expression of thes LOS, which affects inflammatory of host

response, and cell adhesion to cultured cells was confirmed, differences were observed between N.
gonorrhoeae strains, but no lineages-dependent differences were observed.
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