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Promoter analysis of sweet and umami taste receptor genes
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In this study, we examined the function of Taslrl promoter in the mouse
C2C12 myoblasts. Reporter assays showed that a 148-bp region upstream of the start codon of Taslrl
had a promoter activity. Site-directed mutagenesis of GT-box in this promoter significantly reduced
the promoter activation. RNAi-mediated depletion of Sp4 and KIf5 decreased Taslrl expression. The
overexpression of KIf5, but not Sp4, significantly increased Taslrl expression. The ENCODE data of
chromatin immunoprecipitation and sequencing (ChlP-seq) showed that KI5 bound to the GT-box.
Furthermore, the KIf5 knockout cell lines led to a considerable decrease in the levels of Taslrl
expression. Taken together, these results showed that KIf5 binds to the GT-box in the Taslrl
promoter and regulates Taslrl expression in C2C12 cells.
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