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Novel long non—codin? RNA regulates the proliferation and differentiation of
human dental pulp cells
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Human dental pulp cells possess potent proliferative ability. DMP-1
expression is induced during the odonto/osotegenic differentiation of human dental pulp cells. In
oral epithelial cells, abundant RNA molecules are transcribed from DMP-1 gene locus and the
transcribed RNA molecules remain unspliced and are predominantly localized in chromatin (unspliced
DMP-1: unspDMP-1). Suppression of endogenous these RNA molecules resulted in the inhibition of cell
growth. Further analysis utilizing Ch-IP analysis revealed that CDKN1B gene was epigenetically
modified by unspDMP-1. As human dental pulp cells also expresses unspDMP-1, unspDMP-1 may possess
pivotal roles for proliferation, migration, and differentiation in human dental pulp cells.
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