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Screening examination of the dysplasia of the oral mucosa by the metabolic loam
analysis of saliva
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We searched saliva of the oral cancer patient by capillary electrophoresis -
mass spectrometry (CE-MS) metabolic analysis , and went ahead through the study that I identified
protein, the enzyme which became the biomarker of oral cancer included in saliva, and aimed for the
manufacture of the antibody and detected 25 kinds of metabolism thing to develop for oral cancer in

an amino acid metabolic pathway characteristically. | became able to search the characteristic

change that was common as a specimen with all saliva which were more likely to include the arch

fact that was different in an individual specimen by analyzing the detection of the metabolite
including protein and the enzyme which were produced of the oral cancer cell by a fundamental law in
one of the meta rag mixture that was the technique of this study and the material.
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