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Search for epigenome markers associated with an elevated risk of diabetes due to
undernutrition in the fetal period
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We have demonstrated that the undernutrition in the late fetal period in
the rat leads to a reduced expression of ontogeny/differentiation-related genes in the pancreas, and
a repressed expression of the genes coding transcription factors related to adipocyte
differentiation in the adipose tissue, which should be respectively responsible for reduced insulin
secretion and insulin sensitivity. In an animal strain predisposed to a reduced capability of
insulin secretion, the undernutrition in the fetal period made worse the postprandial hyperglycemia
in adulthood.

In search of the genes responding closely to postprandial hyperglycemia in the peripheral
leukocytes of rats subjected to undernutrition in the fetal period, we have shown that
inflammation-related genes, e.g., IL-1b, S100a8, S100a9 and S100all, are putatively sensitive marker
genes reflecting a postprandial hyperglycemic history
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