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Although enzymes involved in the degradation of curcumin included in
turmeric were unclear, we previously obtained curcumin-converting enzyme from E. coli and
characterized. From soil, we also isolated the other microorganism with the ability of
curcumin-degradation.

The N-terminal partial amino acid sequences of the curcumin-converting enzyme purified from the
microorganism were determined. Based on the sequence information, we succeeded in cDNA cloning of
the gene coding for the enzyme, and determination of the whole nucleotide sequence of the gene. We
also succeeded in the construction of its expression plasmid, and overexpression of the
curcumin-converting enzyme in E. coli carrying the resultant plasmid.
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