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Here we have successfully generated new Tr?jl8 / mouse lines by using the
Clustered Regularly Interspaced Short Palindromic Repeat (CRISPR)/Cas9 technology. The

CRISPR-Traj18 /_ mice lacked iNKT cells and harbored an undisturbed TCRa repertoire, fulfilling

the criteria of iNKT cell-deficient mice.

Divergent findings for the metabolic role of iNKT cells have been reported in studies using the
previously generated Trajl8 / mouse strain. Therefore, we re-investigated the contribution of
iNKT cells to the development of obesity induced by a high-fat diet (HFD) using our novel

Trajl8 / mouse strain on the B6 background.Among the experimental groups on HFD,

CRISPR-Traj18 /  (1-1L) mice gained less weight than WT B6 mice. The CRISPR-Trajl8 / mouse

strain on HFD also exhibited ameliorated metabolic phenotypes, which is consistent with a pathogenic
role of iNKT cells in the development of obesity and insulin-resistance.
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