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Development of a method to detect phenotypic abnormalities with high accuracy

Nobuhiko, Tanaka
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In this study, we present the largest, highest quality dataset describing
relationships among phenotypes in mammals to date, alongside a detailed review of their
characteristics. Features, based on 2,050 measured parameters from 113 phenotyping analyses of 3,100

mutant mouse strains, were organized into 532 ontology-annotated phenotypes, and 3,686 significant
phenotypic associations were identified among them by association rule mining. This mammalian
phenome-wide data resource will be useful for elucidation of mechanisms underlying phenotypes and
deepening understanding of both pleiotropic gene expression and human disease pathology.
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a set of phenotype-phenotype association pairs: PPAP
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Visualization of association rules and putative pathway across mouse phenotypes
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Enrichment analysis of the selected 3,656 association rules based on phenotype

functions

Select a phenotype function:

adult_trait:adipose tissue phenotype(MP)

& Bookmark...

& Downioad node cata displayed on screen

& Downioad edge data displayed on screen

& Download all rules
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https://brc-riken.shinyapps.io/phenotypic associations across the mouse phenome/

https://brc-riken.shinyapps.io/associations between biological systems/
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