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Creation of self-evolving enzymatic system that enables semi rational design of
genome
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The aim of this study is to develop self-evolving genomic system by using a
modified DNA glycosylase which induce targeted random mutations at specific genomic locus. To
characterize each DNA glycosylases from different sources, orthologs from yeast, bacteria, virus and

plants were isolated, fused to CRISPR-dCas9 system and targeted. These were then expressed in yeast
cells to assess specific mutagenesis at a genomic locus, showing distinct mutational spectra. By
choosing one from these characterized, now region and speed of evolution can be controlled at more
ordered manner.
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Targeted base editing in plants by
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