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Simultaneous imaging of chromatin fractal dimensions and temperature in living
cell nucleus

Shinkai, Soya

2,900,000

DNA

Each human cell contains total 2 meter of genomic DNA in a cell nucleus with
a 10-micro-meter diameter. How chromatin fibers spatially condense is unclear. In this study, we
tried to spatially quantify fractal dimensions, which are mathematical barometers for ang
structures, of chromatin fibers in living cells. The method is based on energy transfer between two
fluorescent probes on fractal structures. The efficiency depends on fractal dimensions. Therefore,
we made cells with two fluorescent probes on chromatin fibers. Finally, we developed an imaging
method to spatially quantify fractal dimensions of chromatin fibers.
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