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In order to manipulate chromatin loop formations, we used G-quadruplex
binding protein, Rifl, which is known to regulate chromatin loops. We first identified L848S mutant,
which cannot bind to chromatin. Overexpression of Rifl resulted in inhibition of S phase
progression and aberrant chromosome structures, as well as mitotic arrest with short spindles. The
effects can be observed with Rifl incapable of binding to phosphatase, but not with L848S deficient
in chromatin binding. Thus, chromatin binding of Rifl is responsible for these effects. By using the
L848S mutant, we tried to tether Rifl at a specific location on the genome. We used Gal4DBD-Gal4BS,
and replaced a cellular Rifl1BS with Gal4BS, and expressed Rifl1L848S-Gal4BD at the endogenous locus.
However, significant effects on the replication timing near the binding site were not observed,
presumably due to low expression of the Gal4DBD fusion protein
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