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Development and demonstration of novel purification techniques for
disease-specific superficial proteins
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Regarding the labeling reagent, succeeded in synthesizing a derivative in

which a succinimide group (NHS group) was added to the non-natural biotin derivatives.

As a result of experiments and proteomics analyses of vascular endothelium using mouse, it was found
that the surface protein were only purified and the endogenous biotinylated proteins could be
excluded by using the new derivatives. Proteomic analysis was also performed on diseased mice seeded
with A20 lymphoma. Analyses of the vascular endothelial proteins that increased by 1.5 times or
more in tumor-bearing mice were performed. There are 147 kinds of proteins listed only by the
conventional method, and 28 kinds of proteins commonly listed in the conventional method and the

novel method. However, it turned out that there were 53 kinds of proteins that were only found to be
enhanced by the novel method. Validation is now under study.
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Protein name Score
Pyruvate carboxylase, mitochondrial 27519
Propionyl-CoA carboxylase alpha chain, mitochondrial

Methylcrotonoyl-CoA carboxylase subunit alpha, mitochondrial

Fatty acid synthase 4378
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Myosin-1 3656
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Myosin-8 2458
Myosin-9 2112
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Retinal dehydrogenase 1
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Protein name Score
Fibronectin 4718
B b pecific h sulfate lycan core protein 4561

Carbamoyl-phosphate synthase [ammonia], mitochondrial
Pyruvate carboxylase, mitochondrial

ATP-binding cassette sub-family A member 8-A 1806
Apolipoprotein B-100 1194
Isoform 2 of Collagen alpha-1{XIV) chain 1156
Prolow-density lipoprotein receptor-related protein 1 1146
EMILIN-1 1145
Collagen alpha-5{V1) chain 1086
Laminin subunit alpha-5 1027
Nidogen-2 936
ATP-binding cassette sub-family A member 1 911
Laminin subunit beta-2 905
Argininosuccinate synthase 855
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