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Mechanisms of actin polymerization, ATP hydrolysis, and filament severing
revealed by F-form crystal structures

Takeda, Shuichi
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The crystal structure of four actin subunits in complex with fragmin, a
gelsolin superfamily protein, was solved at 2.3 A resolution. In addition, the crystal structures of
single actin molecule in complex with a fragmin N-terminal domain, adopting the filamentous
conformation, were determined at 1.2 A resolution. These F-form actin structures have made it
possible to discuss the mechanism of actin polymerization and ATP hydrolysis at atomic resolution.
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