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The development of knock-down system in plant mitochondria
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Although there are various functional analysis tools that target to genome
and transcriptome, such as genome editing and knock-down techniques, recent years, there is no way
to alter the mitochondrial gene expression. In this study, we developed knock-down system in
mitochondria using an artificial ribonuclease that composed of PPR protein, which capable to design
the sequence specificity, and RNase. We succeeded in mitochondrial knockdown in animal cultured
cells. By applying this technique to plant cells, we believe that various mitochondria knockdown
libraries can elucidate new functions of plant mitochondria.
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