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Analysis of histone modifications without using specific antibodies.

Tachiwana, Hiroaki
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In eukaryotes, DNA is packaged into chromatin structure and stored in the
cell nucleus. Gene expression regulated by chromatin structure enables to generate different cell
types. Histone proteins, major components of chromatin, undergo post translational modifications
such as acetylation and methylation, which are crucial for chromatin structure and function. To
analyze histone modifications, specific antibodies are essential. However, it is not easy to produce

the antibodies and it is often rate limiting for researches. In this study, we established a new
methgddto analyze chemical modification of histones without the need of producing specific
antibodies.
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Chromatin structure-dependent histone incorporation revealed by a genome-wide
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