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Possible roles of the epitranstomic B!asgicity in establishing the host-symbiont
relationship in the primary endosymbiosis

Matsuo, Mitsuhiro
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Epitranscriptome means all the biochemical modifications of the RNA within a
cell. Increasing evidence suggests that epitranscriptomic diversity makes a new layer of
controlling the genomic functions in addition to the classical gene regulatory steps and epigenomic
diversity. Our preliminary genome analysis of a photosynthetic amoeba, Paulinella micropora,
suggests that the enzymes involved in RNA modification should be preferentially acquired by
horizontally- and endosymbiotically-gene transfer at the early stage of the primary endosymbiotic
evolution. To gain insight for the relationship between RNA modification and endosymbiotic
evolution, we performed the comprehensive analysis of RNA pseudouridylation, one of major RNA
modifications, in P. micropora. Our analysis detected the novel RNA pseudouridylations in the
photosynthetic organelle of this organism, suggesting that the organelle epitranscriptome might be
altered in the primary endosymbiotic evolution.
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(https://doi.org/10.1371/journal .pone.0
074286)
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