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Elimination of a major distributional barrier by Japan®s first dam removal
project: The transition in the gene flow scale of aquatic organisms caused by
the re-establishment of a flowing river network

Tojo, Koji
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Japan®s first dam removal project was undertaken at the Arase Dam on
Kumagawa River during the years 2013 to 2018. The dam reservoir, which existed for ca. 60 years,
drained away as the up- and downstream sides of the dam site and their tributaries were reconnected
as a flowing water network. The major obstacle in dispersion of stream inhabiting organisms was
completely eliminated. Removal of the dam re-enables the dispersion of organisms adapted to running
water environments. As a result, it is expected to have a positive influence on their scale of gene
flow.

This study records for future comparison the genetic structure analyses of an aquatic insect
collected immediately before the project. These analyses are treated as base data on genetic
structure before the project. In the future, I plan to compare them with the data of genetic
structure after dam removal. So, this constitutes the extremely important fundamental data to verify
the effects of Japan’ s first dam removal project.
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