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In this study, we explored unknown function buried in genomic DNA obtained
from subseafloor biosphere, one of the most unexplored microbial habitat on Earth, by applying
Substrate Induced Gene EXpression (SIGEX) method. We extracted DNA from various subseafloor sediment

samples and established procedure to construct genomic library with sequence length in average of
1700 bp and millions of clonal variations. In parallel, we also obtained metagenomic sequence
information to further acquire functional information of DNA fragment. This SIGEX approach can be
useful technique to decipher the gene functional information even for unannotatable sequences by
metagenomic approach.
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