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Molecular ans stractural basis of beta-barrel membrane pore-forming proteins for
design of cell-specific nanotools.
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Molecular mechanism of beta-barrel membrane pore-forming toxin of
Staphylococcus aureus was investigated.
In target cell specificity, loop 4 of Hlg2 and LUkE rim domain, which contacts with host cell
surface, was essential to binding to human erythrocytes, and loopl and 2 were found to be assisting
the binding. We also found that the interaction between Asp in the cap region involved in the
prestem retention in LukF and basic amino acids in the adjacent Hlg2 cap site by membrane pore
formation involved in the prestem release of y -hemolysin. Furthermore, double cysteine mutant of a
-hemolysin capable of regulating the release of prestem was constructed. Using this system, now the
residues involved in the stem insertion are being analyzed.
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release in the staphylococcal
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for B -barrel pore assembly
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