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Search for novel ovarian factors that dominantly regulate ovulation number

Matsuda, Fuko
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The ovulation number is strictly controlled depending on species in mammals,
but the mechanism is still unclear. In this study, 1 performed transcriptome analysis (RNA-seq)
using bovine ovarian granulosa cells to search for the factors that dominantly regulate ovulation
number. As a result, 1 identified more than 500 genes which expression levels are significantly
different between granulosa cells of dominant follicles (the biggest follicle that will be ovulated)
and subordinate follicles (the second biggest follicle that will not be ovulated). | choose 3
factors as candidate factors that regulate ovulation number and performed detailed morphological
analysis confirming similar results with the RNA-seq analysis.
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Fold change
126 3.0 42
A 3918 656 5.9
HIF1A 55 25 2.2
VEGFA 33 7.8 4.2
A 4.5 0.2 29
B 5.5 79 0.07
C 72 589 0.12
B - 462 494 0.9

RPKM reads per kilobase of exon model per million mapped reads
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