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Finding of silkworm monosony-why the monosomy survive-
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We find monosomy silkworm individuals which are reproducible and have both
female and males. By crossing two mutant strains with the monosomy individuals we developed monosomy
strain that can be discriminated by the visible phenotyges. RNAseq revealed that the expression of

2nd chromosome genes in the monosomy progenies seems to be about half amount that in the normal.
Hence we concluded dosage compensation for the autosome gene cannot be functioned in the silkworms.
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Total RNA was extracted from head,
testis, wing disc, anterior silk gland
in+p (n=4) and p (n=5) males



1
1. 2016
. 85: 117-125.
5
1
88 .2018 3 19-20
2
Verson’s gland
61
L2017 3 27-29
3. Verson’s
gland
Broad-complex
87 .2017 3 21-22
4.
2 1
87 .2017 3 21-22
5. Sy
87 .2017 3
21-22
@
Sahara, Ken

30241368

@

Kaneko, Yu

90633610



