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Molecular mechanisms underlying the left-right asymmetry of the forewing in the
Japanese katydid
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In this study, we focused on the left-right asymmetry of the forewing,
which is the sound generator of the Japanese katydid, and embarked on the task of elucidating the
mo!ecglar basis of left-right asymmetry that occurs in pairs of universal organs found in bilateral
animals.

As a result, we established a breeding method which was considered difficult to conduct until
now, performed comparative transcriptome analysis using RNA sequencing method. Through trial and
error, we also established a gene function analysis method suitable for the katydid. Through this
research, we succeeded in developing the basis for elucidating the molecular mechanisms of
left-right asymmetry that occurs in bilaterian pairs of organs.
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