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Development of experimental protocols for NMR analysis of P-glycoprotein
structure
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P-glycoprotein is an ATP Binding Cassette multidrug transporter which is a
large membrane protein that works in eukaryotic cells. Thus, it is difficult to have a large amount
of its 15N-labeled preparation suitable to measure NMR spectrum. To overcome this obstacle, we
tried to develop a over-production system of 15N-labeled P-glycoprotein using a methylotrophic
yeast, Pichia pastoris. We obtained several ten milli-gram of purified preparation of 15N-labeled
P-glycoprotein from a thermophilic eukaryote, Cyanidioschyzon merolae. We measured 1H-15N TROSY
spectrum, suggesting normally folded protein behavior and the specimen is suitable for an analysis

of dynamic structure.
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