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Deregulated expression of IncRNAs in cystic fibrosis airway epithelial cells
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Cystic fibrosis (CF% is the lethal inherited disorder caused by mutation in
the gene encoding the CF transmembrane regulator (CFTR). However, the molecular basis of what and
how gene transcription is regulated by mutant CFTR is still unclear. Here, | focused on IncRNAs, the

novel class of functional RNA molecules with little or no protein-coding capacity. Human
transcriptome array (HTA) characterized many coding and non-coding RNAs that are dysregulated in
CFTR-dysfunctional CF cell line (CFBE41lo-), and some of these genes are associated with some of the
CF phenotypes. Among these non-coding RNAs, | identified six novel IncRNAs whose expression levels
were inversely correlated with that of WT-CFTR, and five of six IncRNAs were significantly and

consistently increased in primary human CF airway epithelial cells (DHBE-CF). This study may provide
a novel molecular basis for CF-associated gene/protein dysregulation and pathology.
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Table.1 Primer sequences of human genes
for quantitative RT-PCR.

Primers

VR G Forward (5 to 3)
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