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Identification of genetic regulators for intracellular aggregation by
genome-wide CRISPR screening
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Intracellular aggregation of tau protein is one of pathological hallmarks in
the brains of dementia patients. ldentification of regulators for the generation or clearance of
the intracellular tau aggregates is important for the development of therapeutic strategies against
dementia. To screen the genetic regulators for tau aggregates in genome-wide manner by CRIPSR/Cas9
system, we established the culture cell system with intracellular tau aggregation. These aggregates
showed similar biochemical characters with that derived from tau transgenic animal brain. Also
qualitative and quantitative changes of intracellular aggregation can be analyzed by FACS. We will
perform genome-wide screening of the genetic regulators by genome editing.
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DNA-binding protein 43 kDa TDP-43
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Kano et al, PLoS ONE, 2012
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