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Identification of LEFTY as a molecular marker for ovarian clear cell carcinoma
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To identify proteins involved in ovarian clear cell carcinoma (0CCCa),
shotgun proteomics analysis was applied. OF the highly expressed proteins in 0CCCa, we focused on
left-right determination factor (LEFTY). In 143 cases of ovarian carcinoma, LEFTY expression was
significantly higher in OCCCas compared with non-OCCCas. OCCCa cells stably overexpressing LEFTY1
showed reduced cell proliferation, along with decreased pSmad2 expression, and also either displayed

an activated p53/p2lwafl pathway or increased p27kipl expression, directly or indirectly. Moreover,
the treatment of stable cell lines with cisplatin led to increased apoptotic cells, together with
the inhibition of protein expression of a pSmad2-mediated X-linked inhibitor of apoptosis and a
decreased bcl2/bax ratio. These findings suggest that LEFTY may be an excellent OCCCa-specific
molecular marker, which has anti-tumor effects in altering cell proliferation and cellular
susceptibility to apoptosis.
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