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Analyses of interaction between parasites and bacteria inhabiting host guts
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Soil-transmitted helminths infect the gastrointestinal tract of their host
where they co-exist and interact with the host gut bacterial flora, leading to the coevolution of
the parasites, microbiota, and host organisms. However, little is known about how these interactions

change through time with the progression of infection. We used a rodent parasite Strongyloides
venezuelensis and mice as a model of gastrointestinal parasite infection and conducted a time-course
experiment to examine changes in the microbiota. We found that bacterial taxa in the host
intestinal microbiota changed significantly as the infection progressed. The microbiota recovered to
the pre-infective state after parasite clearance, suggesting that these perturbations are
reversible. Microarray analysis revealed that the microbiota transition seems to correspond with the

host immune response. These findings give an insight into the dynamics of parasite-microbiota
interactions in the host gut.
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