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The role of amoebal endosymbiont in predator-prey interactions
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We explored the role of the endosymbiont in predator- prey interactions
using symbiotic amoebae (Neochlamydia-symbiotic acanthamoeba: S13 amoebae). As a result, we found
here for the first time as follows: 1. the presence of symbiotic Neochlamydia S13 inhabited in the
S13 amoebae could be responsible for the restriction of phagocytic activity of Legionella in
specific, resulting in the defense of the amoebae against Legionella infection. 2. S13 amoebae
required the Neochlamydia endosymbiont to backpack human pathogenic bacteria and resist Legionella
infection on solid agar. These findings might contribute not only to an understanding of the
host-parasite relationship, but also to development of a novel strategy against complicated
infectious diseases with intracellular parasites.
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