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Effect of adipose tissue localization and gene expression pattern on the
development of obesity and diabetes
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In this study, we aimed to elucidate the pathogenic mechanism of obesity and

type 2 diabetes by identifying functional and pathological roles of genes differentially expressed
in visceral fat and subcutaneous fat of morbidly obese subjects. We focused on transcription factor
Gata5 which is predominantly expressed in visceral fat from transcriptome analysis of visceral fat
and subcutaneous fat of morbidly obese subjects. Expression of Gata5 mRNA in epididymal fat was
significantly higher in SV fraction than in adipocyte fraction and significantly decreased in high
fat mice. In overexpression of Gata5 gene in C3H10T1/2 cells (G5-C3H), the differentiation
efficiency was significantly decreased. The expression of Cebpb, Cebpd, Pparg and Cebpa in Gata5-C3H
cells were significantly decreased on the first day of differentiation. These results suggest that
Gata5 is expressed predominantly in preadipocyte of visceral fat, and is a transcription factor
regulating adipocyte differentiation.
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