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Elucidation of oncogenic molecular mechanism mediated by redox regulatory enzyme
based on novel inhibitor
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We focused on the oxidation-reduction regulatory protein which is one of the

endoplasmic reticulum stress protein. This protein was highly expressed in various cancer cell
lines as compared with normal cells. From overexpression analysis and knockdown analysis using RNA
interference, it plays an important role in tumorigenesis and furthermore, cancer stem cell
formation. It is highly probable that these effects caused b% our target protein are universally
occurring in each tissues.by elucidating the mechanisms of these effects, it is expected to generate
novel anticancer drugs or therapies. Moreover, we found the transcription factors involved in the
differentiation, such as FOX and RUNX, and several mitochondrial related proteins by using next

generation sequencer analysis.
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