(®)
2016 2017

Exome sequencing of cancer related genes to identify genetic markers for
sensitivity to cytotoxic anticancer drugs
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In the current study, to identify genetic markers for sensitivity or
resistance to 9 cytotoxic anticancer drugs, all exons of 409 genes associated with cancer from 79
cancer xenografts in mice that had been established from 12 different human organs were sequenced.
The association between single nucleotide variants (SNVs) detected in the xenografts and

sensitivities to the 9 cytotoxic anticancer drugs were then investigated using a nonparametric
approach. We identified 35 SNVs associated with sensitivities to one or more of the nine anticancer

drugs. These findings provide novel insights which may benefit the development of personalized
anticancer therapy for patients with cancer in the future.

pharmacogenomics xenograft precision medicine
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