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Analysis of a novel IncRNA that regulates human chromosome segregation
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Al'though long non-coding RNAs (IncRNAs) have been revealed to function in a
wide range of biological phenomena, the IncRNAs that function in specific mitotic events are poorly

understood yet. In this study, | characterized a novel human IncRNA, named CENNA1l (Centrosomal
Non-coding RNA 1) that had been identified as a novel regulator of mitosis by our group. 1 found
that depletion of CENNAL significantly impaired the establishment of kinetochore-microtubule
attachment, accompanied with the loss of CLIP170, a member of conserved microtubule plus-end
tracking proteins, from the kinetochores. This study sheds light on the new aspect of IncRNA that
controls chromosome segregation and would provide a new avenue to the future cell division research.
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