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Structural study of the Florigen Activation Complex using solution NMR

FURUITA, Kyoko
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Florigen, or a flowering hormone, triggers flowering by activating flower
initiation genes through the formation of the “ Florigen Activation Complex (FAC)” , which is
composed of two florigen, two 14-3-3 proteins and two transcription factors. In this study, we
performed structural studies of FAC using mainly solution NMR.

First, we determined the solution NMR structure of the florigen. Then we developed a method to
assign backbone NMR signals of high-molecular-weight proteins, and performed backbone chemical shift
assignments of the 55 kDa 14-3-3 protein. Additionally, we performed small angle X-ray scattering

experiments of FAC-DNA complex.
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