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Structural analysis of the poly A polymerase activated by oxidative stress
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In this project, we aimed to reveal the molecular mechanisms of the specific
nucleotidyl transfer by non-canonical nucleotidyl transferases. In particular, we focused on the
structural and biochemical analyses of human Star-PAP and TUT4, which are the members of human
non-canonical nucleotidyl transferases. We clarified the molecular basis for the U6 snRNA specific

uridilylation by Star-PAP. We also clarified the molecular basis for the complex formation which is
necessary for the inhibition of let-7 miRNA.
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