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In germ line cells, RNA-protein (RNP) granules are well developed.
Spermatogonial stem cells (SSCs) have well-grown P-bodies, one of RNP granules. MicroRNA (miRNAs)
pathway involves in P-body mediated mRNA regulation. | tried conditional disruption of miRNA
biogenesis component (Dgcr8) in SSCs, but no obvious phenotypes. Next, | asked other P-body
components, NANOS2 and DND1 proteins. NANOS2 and DND1 are germ cell specific RNA binding proteins
and these proteins interact each other. Here, I reconstituted NANOS2-DND1 functions in somatic cell
lines (N2D1 reconstituted cells). In germ cells, NANOS2-DND1 complex suppress mTORC1 activity and
regulate cell growth. This mTOCR1 suppression and cell growth suppression was reproduced in N2D1
reconstituted cells. Furthermore, using N2D1 reconstituted cells 1 found 6 gene mRNAs as novel
NANOS2-DND1 targets, suggesting that these six genes involved in SSC regulation.
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