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SOX9 is the master regulator of cartilage formation and its quantitatively
precise activity is crucial for the reproducible skeletal development. In this study, we focused on
the protein post-translational modification on SOX9, especiallﬁ SUMOylation on K396, and generated
the point mutation mouse carrying the K396R substitution and thus devoid of SUMOylation on this
residue. SOX9K396R mouse showed reduced body weight and length with skeletal abnormality, which
imply the importance of K396 SUMOylation on reproducible skeletal development. Molecularly,
SUMO-SO0X9 showed repressive activity on wild type SOX9. Further study will be necessary to identify
the associating protein(s) that could account for this activity.
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