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Mechanisms of protein-protein interaction which govern the structure of starch.
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To understand the mechanisms which control the molecular structure of
starch, protein complex formation of starch biosynthetic enzymes were analyzed by gel filtration
chromatography using developing mutant rice seeds which lack starch synthase (SS)I, SSlla, SSllla or

branching enzyme (BE)Ilb since these enzymes are known to form protein complexes in wild type

Japonica rice.

SSI null mutant showed an altered elution pattern of SSlla and SSIVb, while SSlla null mutant showed
an altered elution pattern of SSI. In addition, BEIlb null mutant showed an altered elution pattern
of BElla. Taken together, formation of starch biosynthetic enzyme complexes are likely to be

complemented by the isozymes in the absence of specific enzymes.
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