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Spatio-temporal regulation of phytohormone and gene expression involved in
tissue-reunion.
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In this study, to show the detailed spatial and temporal gene expression

profile and localization of phytohormone in cells undergoing tissue reunion in incised Arabidopsis
flowering stem, analysis of gene expression and quantification of phytohormone using different
tissue cells separately collected by laser micro-dissection (LMD) were performed. From these
results, we showed detailed spatio-temporal patterns of selected gene expression and endgonouse
phytohormone that correlate with tissue reunion.
In addition, we suggested that ANAC-TFs are involved in cell proliferation of vascular tissue during
tissue-reunion process in incised Arabidopsis flowering stem and grafting of Arabidopsis seedlings.
We also reported that JA and RAP2.6L are not needed for cell proliferation related to graft union of
Arabidopsis seedlings.
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