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We analyzed the mechanisms for maintenance of chloroplast gcp) genome
stability based on regulation of DNA recombination. We first introduced a pair of long repeats (>1
kb) into the Physcomitrella patens cpDNA, and observed that an efficient recombination was occurred
between the introduced repeats. Next, we carried out comprehensive analysis of recombination
products from cpDNA by deep sequencing and biocinformatics approaches, and showed that the identified
recombination products were highly biased in terms of their locations and directions in RECA2 and
RECG mutants. We analyzed RECX, a new candidate gene for regulation of recombination in chloroplast.
RECX localized to both chloroplast and mitochondrial nucleoids, and interacted with chloroplastic
RECA2. However, no significant phenotypes were observed in cpDNA as well as growth and morphology in
RECX knockout or overexpression plants.
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