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Evolution of sterilization genes in termites
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In termites, many individuals coopelativel¥ form a societﬁ. The society
involves division of labor among individuals, where some individuals (queens and kings) devoted to
breeding, and the other individuals (workers etc.) do not reproduce and exhibit altruistic behavior
such as feeding to other individuals. In this study, in order to identify genes involved in the
division of termites, especially those related to development of workers (social genes), mating
experiments and analyses using whole genome information were carried out. As a result, the

candidates of the genomic regions for the social genes.



Maynard-Smith and Szathmary 1995

Okasha 2011

Oster &
Wilson 1978 ‘

” “

Hamilton (1964)

Hamilton

Thompson et al. 2013
Reticulitermes speartus

Hayashi et al. 2007 “

”

forward geentics

“ DNA ”

Hayashi et al. 2007

DNA RAD-seq Restriction Site Associated
DNA Sequencing DNA



Cryptocercus punctulatus

F1
F2
DNA RAD-seq
RAD-seq

PCR

RAD-seq
Hayashi et al. 2017

Cryptocercus punctulatus

RNA I1lumina Hiseq RNA-seq
Hayashi et al .
2017 132,191
99
DNA
DNA
DNA
DNA DNA
Hayashi et al. 2013
DNA
DNA
DNA

I1lumina
Hiseq
PacBio Sequel
N50



1.9Mb

2
Hayashi Y, Oguchi K, Yamaguchi K, Kitade 0, Maekawa K, Miura T, Shigenobu S (2017)
Male-specific molecular genetic markers in the Japanese subterranean termite
Reticulitermes speratus (Isoptera: Rhinotermitidae). Insectes Sociaux 64: 357-364.

Hayashi Y, Maekawa K, Nalepa CA, Miura T, Shigenobu S (2017) Transcriptome sequencing
and estimation of DNA methylation level in the subsocial wood-feeding cockroach
Cryptocercus punctulatus (Blattodea: Cryptocercidae). Applied Entomolology and
Zoology 52: 643-651.

0
0
o 0
o 0
(€D)
8

@






