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This study aimed to elucidate the genome and metagenome association in
captive and wild primates. Fecal samples of about 50 captive chimpanzees In Kyoto University were
collected and subject to 16S rRNA sequencing analysis for symbiont gut bacteria. Relationship
between individual background (especially genomic polymorphisms) and 16S diversity was analyzed.
Fecal and oral bacterial samples of many primate species in Japan Monkey Centre and some field areas

were collected for analysis of metagenomic profile in terms of species specificity and phylogenetic
constraint.
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