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Seedling emergence timing: Molecular aspects of seed dormancy cycling
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In this study, | investigated transcriptome profiles during dormancy cycling

in a summer annual weed, Monochoria vaginalis. Transcriptome analysis were used for a global
transcript analysis of M. vaginalis seeds retrieved from a rice paddy environment. This study
revealed that primary dormant seeds had a different transcriptome profile compared with secondary
dormant seeds. Additionally, secondary dormant seeds of one-year old seeds had a different type of
transcriptome profile compared to secondary dormant seeds in two-year old seeds. Finally, there were
different types of transcriptome profiles during shallow dormant states. These results indicate
that different dormant states are likely to be regulated by different mechanisms.
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