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Investigation of genetic locus associated with skin color in Vitis vinifera x V.
labruscana tetraploid grapes
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Red-skinned tetraploid grape "Akari® is thought to be a red-skinned mutation
of black-skinned tetraploid grape "Pione™. Their genomes were compared to determine the genetic
locus associated with berry skin color. Simple sequence repeats (SSRs) as DNA markers showed
monomorphic band patterns in both "Akari® and "Pione". The MYB haplotype composition of “Akari® was
the same as that of "Pione", and Myb-related gene sequences in "Akari® were not unique. These
findings suggested that a novel genetic locus associated with berry skin color exists. Then, “Akari”
and "Pione” were subjected to inter-retrotransposon amplified polymorphism (IRAP) analysis and
polymorphic band patterns were noted. To compare the positions of retrotransposons VINEL and Gretl
in "Akari® and "Pione" genomes, data of their insertion sites in tetraploid grape cultivars were
obtained with an Illumina MiSeq sequencing platform. It was revealed that the insertion sites

differed between "Akari® and "Pione".
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