(®)
2016 2018

Soil gnotobiology: Microbial transplantation beween soils
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We performed microbial transplantation between the two different types of
soil (brown forest soil and andisol) to evaluate effect of physicochemical and microbial factors on
microbial community formation in the soils. We showed that higher mixing ratio of andisol resulted
in high levels of viable cells and actinomycetes regardless of the parental communities, implying
the dominating effect of physicochemical factors on microbial colonization in the soils.
Furthermore, we found that dominant bacteria in the initial step of the colonization exhibited the
promoting ability of other bacterial growth, implying sequential growth networks among bacteria
during the microbial colonization in the soils.
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