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Identification and analysis of genes involved in the regulation of aerobic
glycerol metabolism of lactic acid bacteria
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The expression of genes encoding the enzymes reguired for glycerol
metabolism of the lactic acid bacterium Enterococcus faecalis is induced by glycerol or glycerol and
_gxygggg gowever, the genes involved in the regulation of glycerol metabolism are yet to be
identified.

In the present study, we performed in vitro transposon mutagenesis of E. faecalis and identified
several genes required for aerobic glycerol metabolism. Experiments using these transposon mutants
indicated that the supply of ribose synthesized via gluconeogenesis is essential for nucleic acid
biosynthesis in aerobic glycerol metabolism of E. faecalis.
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pfk, B-phosphofructokinase; pyk, pyruvate kinase; fbp,
fructose-1,6-bisphosphatase; ppdK, pyruvate phosphate
dikinase; 16S, 16S rRNAEIEF.
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