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Fundamental study on butyric acid susceptibility of bovine histone deacetylase
and nutritional metabolism / breeding performance

Suzuki, Takehito
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It is the ultimate target of us to improve reproductive disorders of dairy
cow by reduction of hepatic dysfunction. For that purpose, we studied the function of butyric acid.
In bovine ovarian granulosa cells, the gene expression involved in sex hormone production was
maintained when granulosa cells were supplemented with butyric acid (0.25 mM) at the same level as
bovine blood levels.Therefore, in order to induce the HDAC inhibitory effect of butyric acid, it may

be necessary to adjust the concentration of blood butyric acid within a certain range. Meanwhile,
when butyric acid at a higher level than 1.0 mM was added, expression of genes involved in sex
hormone production was lowered.This suggests that excessive increase in bovine blood butyrate
concentration cause a decrease in reproductive performance.
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