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Itis known that not only genetic changes but also epigenetic alterations are
important for the genesis and prognosis of cancer. In this project, we focused on beta-catenin
(CTNNB1) mutations in hepatocellular carcinoma and revealed how these beta-catenin mutations affect
the chromatin structure using integrated genome-wide analyses. Briefly we detected changes in
chromatin structure, which were specific to the beta-catenin mutations. Finally we identified novel
direct targets of beta-catenin, which might be candidates for therapeutic targets.
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