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There exist many integrated analyses of whole-genome, exome, and
transcriptome data of Caucasian prostate cancer. However, a few reports of analysis on Japanese
cases have been available in literature. It has been known that there are “ regional and/or ethnic
differences” between Asian and Caucasian populations in the tumorigenesis of prostate cancer.

To detect the genetic alterations appeared in prostate cancer in Japanese population, we created

new panels designated as KCC71. In KCC71, 71 genes were selected, based on the gene mutations
reported in the analyses of prostate cancers. In this study, frozen tumor tissues from 21 Japanese
prostate cancer patients were subjected to the analyses with the panels using lon PGM to identify
gene alterations.
We found that some genes had highly frequent genetic mutations. We also performed pathway analyses
to predict the molecular pathways related to prostate cancer tumorigenesis in Japanese population
with TNCG data base.
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