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Microbial population analysis of vector arthropods for developing new control
method of vector borne diseases
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The purpose of this project was to analyze the microbial population in
several arthropod species and detect pathogens in Africa. Soft tick, hard tick, and lice were
collected in several area in Zambia and subjected to high-throughput sequencing analysis based on
16S ribosomal RNA amplicons. More than 100 different bacterial genera were detected in each sample.
In part of the pathogen detection, soft ticks and their blood host (Bats) were used for isolation of

Borrelia. We successfully isolated Borrelia sp. from bats. Subsequent analysis revealed that the
Borrelia sp. was belonged to New World relapsing fever borrelia even it was detected old world. We
designated that new species of Borrelia as Candidatus Borrelia fainii.
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