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) Several genes were identified as candidates for AITD disease related gene by
DNA methylation. In GD, the TG rs2703013 T allele was increased in the remission group compared to

the intractable group, and the TgAb value was decreased in the TT type. In HD, the DROSHA mRNA was
decreased in the severe group compared to the mild group. In addition, IL15 +96522 AA type and A
allele are increased in the severe group compared to the mild group. In conclusion, TG and DISER may
be related to the pathological condition of GD and DROSHA may be related to the pathological
condition of HD. The association with the methylation of these genes is currently under analysis.
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